
	
  
Wah	
  Chiu,	
  Director	
  

Steven	
  Ludtke,	
  Co-­‐Director	
  
Michael	
  F.	
  Schmid,	
  Co-­‐Director	
  

	
  
	
  	
  Supported	
  By	
  NIH	
  Since	
  1985	
  



MT	
  

WY	
  

ID	
  

WA	
  

OR	
  

NV	
  

UT	
  
CA	
  

AZ	
  

ND	
  

SD	
  

NE	
  

CO	
  

NM	
  

TX	
  

OK	
  

KS	
  

AR	
  

LA	
  

MO	
  

IA	
  

MN	
  
WI	
  

IL	
  

IN	
  

KY	
  

TN	
  

MS	
   AL	
   GA	
  

FL	
  

SC	
  

NC	
  

VA	
  
WV	
  

OH	
  

MI	
  

NY	
  

PA	
  

MD	
  

DE	
  

NJ	
  
CT	
  

RI	
  

MA	
  

ME	
  

VT	
  
NH	
  

AK	
  

HI	
  	
  

DC	
  

NCMI	
  

	
  NIGMS,	
  NIH	
  
Biomedical	
  Technology	
  Research	
  Resources	
  

	
  



Research	
  Missions	
  at	
  NCMI:	
  CryoEM	
  

•  Develop Cryo-Electron Microscopy for structure 
determination of molecular machines without crystals 
at atomic resolution;  and of frozen, hydrated cells/
organelles at molecular resolution 

•  Collaborate with biological investigators on projects to 
drive the technology 

•  Share our experimental and computational 
methodologies and facilities freely with the global 
academic community 

•  Provide training of cryoEM methodologies 
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